In the title compound, C 24 H 24 N 2 O [systematic name: (E)-3-benzyl-2,6-diphenylpiperidin-4-one oxime], the piperidine ring adopts a slightly distorted chair conformation and the phenyl rings and the benzyl group substituents are attached equatorially. The oxime group makes a dihedral angle of 42.88 (12) with the piperidine ring. The dihedral angle between the phenyl rings is 71.96 (8) . The benzyl ring makes dihedral angles of 63.01 (8) and 59.35 (8) with the two phenyl rings. In the crystal, molecules are linked by O-HÁ Á ÁN hydrogen bonds, forming C(7) chains along the c axis. The chains are linked by C-HÁ Á Á interactions, forming slabs lying parallel to the bc plane.
Structure description
In the title compound, Fig. 1 , the piperidine ring adopts a slightly distorted chair conformation [puckering parameters: q 2 = 0.0698 (13) Å , q 3 = 0.6086 (13) Å , Q = 0.6125 (13) Å , = 6.50 (12) and ' = 300.5 (11) ]. The phenyl rings at positions 2 and 6 and the benzyl group at position 3 are attached equatorially. The dihedral angle between the phenyl rings (C6-C11 and C19-C24) at positions 2 and 6, respectively, is 71.96 (8) . The benzyl ring (C13-C18) makes dihedral angles of 63.01 (8) and 59.35 (8) , respectively, with the C6-C11 and C19-C24 phenyl rings.
In the crystal, molecules are linked by O1-H1OÁ Á ÁN1 hydrogen bonds, forming C(7) chains along the c-axis direction (Table 1 and Fig. 2 ). In addition, there are two C-HÁ Á Á interactions present, linking the chains to form slabs parallel to the bc plane (Table 1 and Fig. 2 ) Jayabharathi et al. (2008) have reported the crystal structure of the bis(4-methoxyphenyl) derivative of the title compound, in which the piperidine ring adopts a chair data reports conformation, with equatorial orientation of all substituents except the oxime group at position 4, which has a bisectional orientation as in the title compound.
Synthesis and crystallization
A mixture of t-3-benzyl-r-2,c-6-diphenylpiperidin-4-one (0.1 mol, 7.71 g), hydroxilamine hydrochloride (0.1 mol) and sodium acetate trihydrate (0.3 mol) in methanol was refluxed until completion of reaction (monitored by TLC). After completion of the reaction, water was added and extracted with diethyl ether, dried with anhydrous sodium sulfate and the solvent evaporated. The residue obtained was dissolved in ether to get solid crystals. It was recrystallized twice in distilled ethanol to obtain good-quality single white crystals. Yield 2.6 g, m.p. 364 K. Table 1 Hydrogen-bond geometry (Å , ).
Cg3 and Cg4 are the centroids of the C13-C18 and C19-C24 rings, respectively. 
Figure 2
The crystal packing of the title compound, viewed along the b axis. The hydrogen bonds and C-HÁ Á Á interactions (see Table 1 ) are shown as dashed lines. H atoms not involved in these interactions have been omitted for clarity.
Figure 1
A view of the molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level, showing the atom labelling. Computer programs: APEX3 and SAINT (Bruker, 2015) , SHELXT2014 (Sheldrick, 2015a) , ORTEP-3 for Windows (Farrugia, 2012) , SHELXL2016 (Sheldrick, 2015b) , PLATON (Spek, 2009 ) and publCIF (Westrip, 2010) .
data-1
IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
data-2
IUCrData (2016 Symmetry codes: (i) x, −y+3/2, z+1/2; (ii) −x+1, −y+1, −z+1; (iii) x, y−1, z.
